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Christian Buchholz studied microbiology at the University of Munich. He obtained his Ph.D. at the Max-Planck-Institute
for Biochemistry in 1993, where he worked on the molecular mechanism of viral RNA-dependent RNA polymerases under
supervision of Prof. Wolfgang Neubert. He then became a postdoctoral fellow in the Institute for Molecular Biology in Zurich
where he elucidated the role of the measles virus receptor in membrane fusion in Prof. Roberto Cattaneo’s laboratory. As an
EMBO fellow he joined the Centre for Protein Engineering in Cambridge (UK) and established the retrovirus based screening
and display library technology together with Prof. Stephen J. Russell. Since 1999 he is head of the Section “Viral Gene
Transfer Medicinal Products” at the Paul-Ehrlich-Institut, and later on became Associate Professor for Biochemistry at the
University of Frankfurt.
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Hildegard Blining studied biology at the Universities of Minster and Munich. She received her Ph.D. at the Institute for
Biochemistry of the University of Munich in 1997, where she worked on protein-DNA interaction under supervision of Prof.
Haralabos Zorbas and Prof. Ernst-Ludwig Winnacker. She then worked as a postdoctoral fellow and later as Principal
Investigator at the Gene Center in Munich on AAV vector development in the laboratory of Prof. Michael Hallek. In 2004 she
started her own research group at the Clinic | for Internal Medicine of the University of Cologne. One year later, she became a
member of the Center for Molecular Medicine Cologne, and is currently the Scientific Secretary of the German Society of Gene
Therapy. Her work focuses on AAV vector targeting and on the study of AAV biology.
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