
     SUBJECT INDEX TO VOLUME 6

Acrosome reaction ............................................................ 567
molecular mechanisms of ...................................... 567

Actin remodeling .............................................................. 568
Anesthetics ........................................................................ 451

to study structure/fuction of nicotinic
  acetylcholine receptors ........................................ 451

Angiogenesis ............................................................. 373,473
conserved molecular players for ............................ 473

Angiotensins ..................................................................... 355
biosynthes of .......................................................... 355
degradation of ........................................................ 355
effect on cerebral blood flow ................................. 365
effect on ischemia .................................................. 365
effects on behavior ................................................. 364
in long term potentiation ........................................ 365
neuronal activity of ................................................ 364

Angiotensin I .................................................................... 357
Angiotensin II ................................................................... 358

biosynthesis of ....................................................... 358
binding sites for ..................................................... 360

Angiotensin IV .......................................................... 358,363
binding sites for ..................................................... 363

Angiotensin recptors ......................................................... 360
Angiotensinogen ............................................................... 356
Anglotensin converting enzyme (ACE) ........................... 357
Anisotropic proteo lipid films ........................................... 296

PWR spectroscopy of ............................................ 296
Antifungal defensins ............................................................ 90

mode of action of..................................................... 90
Anti-HIV activity ............................................................... 214

NOEL RANTES mutants with.............................. 214
Anti-HIV chemokines........................................................ 213

isolated by phage display ...................................... 213
Antimicrobial peptides....................................................... 255

antimicrobial activity of......................................... 258
as drug.................................................................... 261
as effector substances of innate immune system ... 258
cathelicidins as ....................................................... 257
classification of ...................................................... 255
θ-defensins as......................................................... 257
α-defensins as ........................................................ 256
β-defensins as......................................................... 257
defensins as ............................................................ 256
dermcidin as ........................................................... 257
families of .............................................................. 255
function of....................................................... 255,258
granulysin as .......................................................... 257
in host defense........................................................ 255
in immunity............................................................ 255
microbial resistance to ........................................... 259
nomenclature of ..................................................... 255
regulation of cell function by................................. 259
regulation of expression of..................................... 258
role in angiogenesis................................................ 259
role in inflammation............................................... 259
secretion of............................................................. 258

AOP-RANTES .................................................................. 211
novel inhibitory mechanism of.............................. 212
prototypic potent anti-HIV chemokine analogue.. 211

Arabidopsis genome ......................................................... 493
aspartic proteinase contant of ................................ 493
comparison of domains structure in ...................... 495
predicted subcellular localization in ...................... 496

Aspartic proteinase genes ................................................. 498
expression of .......................................................... 498

Atomic force microscopy (AFM) ..................................... 387
and crystallography ............................................... 392
and protein folding ................................................ 392
and protein/baded nanodevices ............................. 393
and protein/DNA complexes ................................. 391
and role of membrane protein surfaces ................. 391
biology of .............................................................. 387
imaging adsorbed proteins by ................................ 391
imaging proteins with ............................................ 387
in protein analysis .................................................. 390
operating modes of ................................................ 390
principles of imaging of ......................................... 389
receptor/ligand recognition imaging by ................. 392

Atopic dermatitis .............................................................. 248
pathogenetic considerations in .............................. 249

Axon guidance .................................................................. 473
conserved molecular players for ............................ 473

Bacterial lantibiotics ............................................................ 61
altered change of....................................................... 70
bioengineering of...................................................... 65
effect of Dha/Dhb..................................................... 67
hinge region at .......................................................... 69
medical applications of............................................. 62
mutagenesis in .......................................................... 70
mutagensis to elucidate mode of action of ............... 70
natural variants of ..................................................... 65
role of peptide-modifying enzymes.......................... 71
site-directed mutagenesis of ..................................... 66
therapeutic potential of ............................................. 61
thiol bridge formation in........................................... 67

Bacterial proteins .............................................................. 320
Bacterial toxin members ................................................... 320

derived from genome sequences ........................... 320
Bacteriocin activities of ....................................................... 78

activities reside of..................................................... 83
cytolytic activities of ................................................ 80
expression of............................................................. 83
in models of ............................................................. 81
novel mechanism of gene regulation of.................... 83
operon of................................................................... 82
structure of................................................................ 82
structure/function relationships of............................ 83

Bikunin ............................................................................. 246
Bioinformatics .................................................................. 423

role of protein structural class prediction .............. 423
Body temperature ...................................................... 335,344

effect of obesity ..................................................... 346
effect of overfeeding .............................................. 346



feeding vs. nutritional status in regulation  of ........ 344
role of anorectic peptides ....................................... 335
role of bombesin .................................................... 341
role of CGRP/SP/amylin ....................................... 341
role of cholecytokinin (CCK) ................................ 335
role of cocaine/amphetamine/regulated
  transcript (CART) ................................................ 337
role of corticotropin releasing factor (CRF) .......... 337
role of galanin like peptide (GALP) ...................... 340
role of insulin ......................................................... 339
role of leptin ........................................................... 338
role of neurotensin ................................................. 341
role of oxytocin ...................................................... 342
role of POMC/MSH/melanocortin ........................ 336
role of thyrotropin releasing hormone (TRH) ....... 342
role of urocoruns .................................................... 337
role of vasopressin ................................................. 342

Bordetella pertussi ............................................................ 320
FHA-system of ...................................................... 320

cAMP ................................................................................ 134
as second messenger in living cell ......................... 134
sensors for .............................................................. 134

cAMP dependent protein kinase (PKA) ........................... 437
activation of ........................................................... 439
active site in ........................................................... 438
mutagenesis studies of ........................................... 439
N-phosphorylation of ............................................. 439
penta/coordinate phosphoric transition state
  theory for ............................................................. 437
phosphoryl transfer mechanism of ........................ 437
small molecular model phosphoryl amino
  acid to .................................................................. 438

19S CAP ............................................................................ 198
as molecular chaperone .......................................... 198
to regulate proteasome mediated proteolysis.......... 198
interacts with repairs misfolded proteins ............... 198

Caspase cleavage site prediction ...................................... 487
Catalytic activity ............................................................... 199

of ATP/ADP .......................................................... 199
exchange of 20S proteasome ................................. 199

Cathelicidins ........................................................................ 23
as defensive weapon with many blades.................... 23
evolution of............................................................... 23
function of................................................................. 23
multiple activities of ................................................. 31
new members of........................................................ 26
structure of................................................................ 23

CD28 peptide analogs ....................................................... 190
CD8 inhibitors .................................................................. 189
CDR3 peptide analogs ............................................... 188,189
Cell/cell/cell matrix adhesion ........................................... 190

antagonists of ......................................................... 190
Central nervous system ..................................................... 378

functional neuroanatomy of ................................... 378
cGMP ................................................................................ 134

as second messenger in living cell ......................... 134
artificial ribozymes RNAs for ............................... 140
based on modified PKG FRET .............................. 139
molecularly imprinted polymers

  immunoassay for ................................................. 140
sensors for .............................................................. 139

Chaperone ......................................................................... 197
activities of 26S/20S proteasome .......................... 197

Chemerin............................................................................ 272
biological function of ............................................. 273
discovery of ............................................................ 272
implication in psoriasis inflammation .................... 274
expression profile of ............................................... 273
structure properties of............................................. 272
therapeutic potential of ........................................... 275

Chemerin receptor ............................................................. 273
expression profile of.............................................. 273
signaling pathways induced by ............................. 273

Chemokine......................................................................... 207
and HIV entry......................................................... 209
cell biology of......................................................... 207
classification of....................................................... 207
engineering of......................................................... 207
in identification of CCR5/CXCR4 ......................... 209
N-terminal modifications of ................................... 209
physiological roles of ............................................. 207
quaternary structure of............................................ 208
structure-activity relationships of ........................... 208
tertiary structure of ................................................. 208
to develop optimized HIV inhibitors...................... 207
use  as anti-HIV drugs ............................................ 211

Chemokine analogues........................................................ 211
discovery of........................................................... 211
with anti-HIV activity ........................................... 211

Chemokine receptors ......................................................... 208
desensitization of................................................... 208
resensitization of ................................................... 208
signaling of............................................................ 208

Chemokine receptors CCR5/CXCR4  .............................. 418
Chromosomal hemolysin genes ........................................ 315

encoded in operon .................................................. 315
mediated vacuolation ............................................. 323

Complement component 1 inhibitor ................................. 247
Conotoxins......................................................................... 221

as drug leads ........................................................... 221
as research tools ..................................................... 221
chemical synthesis of.............................................. 229
classes of................................................................. 221
future directions for ................................................ 237
novel analogues of.................................................. 234
on-resin approaches for .......................................... 234
protection of cystcine in ......................................... 230
selective off-resin approaches for........................... 232
structure of.............................................................. 221

δ-Conotoxins...................................................................... 227
sequence alignment of........................................... 229

χ-/ρ-Conotoxins................................................................. 222
µ-Conotoxins ..................................................................... 228
α-Conotoxins ..................................................................... 222
κ-Conotoxins ..................................................................... 229
υ-Conotoxins ..................................................................... 226

sequence alignment of........................................... 226



ω-Conotoxins ..................................................................... 227
sequence alignment of ........................................... 228

Current sensors ................................................................. 133
molecular recognition of ........................................ 133

Cyclic nucleotides ............................................................. 133
as first/second messengers in cell
  communication .................................................... 133
from molecular recognition to sensing
  molecules ............................................................. 135
in living systems .................................................... 133
methods based on HPLC for .................................. 138
methods based on immunoassay for ...................... 136
methods based on interaction with molecularly
  imprinted polymers for ........................................ 137
methods based on PKA modification and
  FRET for .............................................................. 135
miscellaneous methods for .................................... 138
molecular recognition of ........................................ 133
principle of molecular recognition of .................... 134

Cytotoxicity ...................................................................... 323
of Edwardsiella tarda ............................................ 323
of Haemophilus ducreyi (HhdA) ........................... 323
of hemolysins/cytotoxins from Proteus mirabilis . 323
of Photorhabdus iuminescens ................................ 323

Defensins......................................................................... 53,85
antifungal activity of................................................. 90
as antigen carriers ..................................................... 55
as immunomodulator ................................................ 58
as modulators of adaptive immunity ........................ 55
as multigene families ................................................ 90
as opsonins................................................................ 55
enhance antigen presentation by............................... 55
for vaccine development........................................... 53
in plants..................................................................... 85
induced adaptive immunity by ................................. 55
induction of acquired immune responses by ............ 54
mode of action of...................................................... 90
non-antibiotic use of ................................................. 53
purification of ........................................................... 90
role in innate immune system................................... 85
role of regulatory cells .............................................. 54
structre-activity relationship of................................. 93
vaccine delivery by................................................... 57

Dictyostelium discoideum ................................................. 133
cAMP as first messenger in ................................... 133

Digestive iron uptake ......................................................... 280
control of ................................................................. 280

Dissociative anesthetics .................................................... 459
binding sites of ....................................................... 459

DM-AMP1 ........................................................................... 91
in Sacchiromyces cerevisiae.................................... 91
molecular target of................................................... 91

Docking ............................................................................ 175
alignment in ........................................................... 177
expectations/reality of ............................................ 175
folding via .............................................................. 181
synergistic applications of unit operations ............ 177

Edwardsiella tarda ........................................................... 319
EthA/EthB of ......................................................... 319

Endothelins ....................................................................... 551
binding studies of .................................................. 551
biosynthesis in common bile duct ......................... 555
biosynthesis in gallbladder .................................... 554
biosynthesis in stomach ......................................... 551
immunocytochemical studies of ............................ 551
in colon .................................................................. 553
in common bile duct .............................................. 556
in esophagus .......................................................... 551
in gallbladder ......................................................... 554
in gallbladder muscle ............................................. 555
in gastric smooth muscle ....................................... 551
in guinea/pig gallbladder ....................................... 555
in hepatobiliary system .......................................... 553
in human gallbladder ............................................. 555
in ileum .................................................................. 552
in internal anal sphincter ....................................... 553
in liver .................................................................... 554
in lower esophageal sphincter ............................... 551
in portal vein .......................................................... 553
in possum gallbladder ............................................ 555
in pyloric sphincter ................................................ 552
in rabbit gallbladder ............................................... 555
in small intestine .................................................... 552
in sphincter of oddi ................................................ 556
in stomach .............................................................. 551

Endothelin receptors ......................................................... 547
in gastrointestinal smooth muscle ......................... 547

Endothelin receptor subtypes ........................................... 554
in common bile duct .............................................. 555
in gallbladder ......................................................... 554
in guinea pig gallbladder ....................................... 554
in human gallbladder ............................................. 554

Energy balance ................................................................. 327
factors of ................................................................ 327
role of agouti related protein (AGRP) ................... 332
role of beacon ........................................................ 332
role of cannabinoids .............................................. 335
role of endogenous opioid peptides ....................... 335
role of galanin ........................................................ 334
role of ghrelin ........................................................ 334
role of melanin concentrating hormone  (MCH) ... 333
role of neuropeptide Y (NPY) ............................... 330
role of nocieptin/orphanin ..................................... 335
role of pancreatic polypeptide (PP) ....................... 332
role of peptide YY (PYY) ..................................... 332
role of rexins .......................................................... 333

Engineered anti-HIV chemokines...................................... 212
with hydrophobic N-terminal extensions .............. 210

Engineered chemokines ..................................................... 211
as HIV inhibitors ................................................... 211

Entrococcal cytolysin........................................................... 77
as novel two component peptide system................. 77
in bacterial defense against eukaryotic/prokaryotic
  cells ....................................................................... 77

Envelope protein gp120 .................................................... 413
V3 loop of .............................................................. 413

Eph receptors .................................................................... 474



Ephephrin molecules ........................................................ 475
expression of .......................................................... 475
function of .............................................................. 475
in physiological pathological angiogenesis
  in adults ................................................................ 475

Ephephrin signaling .......................................................... 475
vascular functions of .............................................. 475

Ephrin ligands ................................................................... 474
Erwininia chrysanthemi .................................................... 320

HecA/HecB from ................................................... 320
Esophageal muscle ........................................................... 549

endothelins in ......................................................... 549

FCεRI-1-α peptide analogs .............................................. 192
as IGE antagonists ................................................. 192

FGF inhibitors ................................................................... 192
Food intake ....................................................................... 342

effect of fever ......................................................... 344
role of temperature signals .................................... 342
role of warm signals .............................................. 344

Fourth RF-amide gene ....................................................... 268
metastin as ............................................................. 268

Gastrointestinal tract ......................................................... 549
endothelins in ......................................................... 549

General anesthetics ........................................................... 453
gp120 V3 loop .................................................................. 414
G-protein eoupled receptors (GPCRs) .............................. 293

bulk effects of ........................................................ 304
covalent attachment at ........................................... 300
functional reconstitution of .................................... 301
mass transport at .................................................... 304
membrane events of ............................................... 293
microarrayed lipid layers of ................................... 304
plasmon resonance methods in .............................. 293
polymer supported bilayers of ............................... 303
solid supported bilayer of ...................................... 303
supported lipid monolayers of ............................... 302
tethered lipid bilayers of ........................................ 302

Granulocytes ..................................................................... 323
superoxide production of ....................................... 323

Guinea pig esophagus ....................................................... 550

Haemophilus ducreyi ........................................................ 319
HhdA/HhdB of ...................................................... 319

Haploid germ cell specific gene haprin ............................ 569
identification of ...................................................... 569

Haprin gene ....................................................................... 571
structure of ............................................................. 571
model of evolution of ............................................ 571

Haprin localization ........................................................... 571
C-terminal domains of ........................................... 571

Hemophilus influenzae ...................................................... 322
HMW proteins from .............................................. 322
HxuA/HxuB from .................................................. 322

Hepcidin............................................................................. 279
antimicrobial activity of.......................................... 282
biological effect of.................................................. 288
discovery of ............................................................ 280
expression of........................................................... 282

for treatmen of iron-related diseases ...................... 289
functions of............................................................. 282
gene of .................................................................... 281
in anemia of chronic diseases ................................. 288
in diagnosis of iron-related diseases....................... 288
in dovelopment of pathological situations.............. 288
in human diseases................................................... 288
in infection.............................................................. 285
in inflammation ...................................................... 285
in iron metabolsim........................................... 279,282
in iron overload diseases ........................................ 288
in liver disease ........................................................ 288
iron and iron-related factors to regulate
  expression of ....................................................... 283

molecular partners of.............................................. 287
portrait of ................................................................ 281
protein of ................................................................ 281
regulation of expression of ..................................... 283
targeted cells of....................................................... 287

HIV/AIDS.......................................................................... 210
role of CCR5 ......................................................... 210
role of CXCR4 in .................................................. 210

HIV-1 gp120 V3 loop ....................................................... 413
coding sequence of ................................................ 414
for structure based drug design .............................. 413
in co-receptor binding ............................................ 415
structures of ........................................................... 416
X-ray structure of .................................................. 416

Homologous RF-amide precursors .................................... 266
Pro-NPFFa as ........................................................ 266
Pro-NPFFb as ........................................................ 266

Homology modeling ......................................................... 180
Host defense peptides ................................................ 7,35,103

antictobial activity of............................................... 36
as multifunctional........................................................
concentration of....................................................... 37
cytotoxicity by......................................................... 42
expression of ........................................................... 37
functions in gastrointestinal system ........................ 39
function in skin........................................................ 40
in gastrointestinal system ........................................ 39
in human body......................................................... 36
in mammalian immunity ......................................... 35
in model systems................................................... 103
in respiratory system ............................................... 37
in skin ...................................................................... 40
in vivo activity of..................................................... 42
in vivo significance of ............................................. 43
influence of media on.............................................. 36
langmuir monolayers to study............................... 108
membran interactions of........................................ 103
miscellaneous model system to study ................... 113
other planar lipid models to study......................... 110
planar lipid systems to study................................. 108
role in adaptive immunity ....................................... 45
role in colorimetric in bio-mimetic membrane
  assemblies ........................................................... 107
role in disease.......................................................... 38
role in health............................................................ 37
role in innate immunity ........................................... 43



role of lipid vesicles .............................................. 104
role of micelles ...................................................... 111
role of unilamellar vesicles ................................... 105
role with multilamellar vesicles ............................ 104
solid-supported lipid systems to study .................. 108

Human 5-lipoxygenase ..................................................... 125
regulatory domain of ............................................. 125
structural organization of ....................................... 125

Human esophagu .............................................................. 550
Hypusine ........................................................................... 562

ICAM-1 peptide antagonist .............................................. 191
ICAM-2 peptide analogs .................................................. 191
Ig Fold ............................................................................... 185

as biomolecular scaffold ........................................ 185
IgSF proteins ..................................................................... 185

immunomodulatory peptides from ........................ 185
Integrin .............................................................................. 159

structure of RGD bound to .................................... 159
Iron metabolism ................................................................. 279

issues from diseases related to............................... 280
cis/trans Isomerisation ...................................................... 417

of V3 loop gly/pro peptide bond ............................ 417

Keratinocytes ..................................................................... 242
differentiation of.................................................... 242
proliferation of....................................................... 242

Lekti/spink ......................................................................... 248
Lipoxygenases .................................................................. 125

structure of ............................................................. 125
5-Lipoxygenase (5-LO) ..................................................... 125

activation of catalytic domain of ........................... 130
calcium/ATP binding by plat domains of .............. 127
membrane binding by protein kinase C vs. ............ 128
plat association with catalytic domain of .............. 128
primary structure of regulatory domain of ............ 126
secondary structure of regulatory doman of .......... 126

Local anesthetics ............................................................... 463
binding sites for ..................................................... 467
mechanism of action of .......................................... 463

Macrophages ...................................................................... 280
control of iron release from................................... 280

Male infertility .................................................................. 572
haprin in ................................................................. 572

Mammalian defensins ............................................................ 8
divergence of ............................................................. 8
duplication of............................................................. 8
specialization hypothesis of....................................... 8

Mammalian cathelicidin HDPs ............................................ 27
evolutionary relationships of ................................... 27
multiple activities of................................................ 31

Mapping ............................................................................ 503
of active site of carboxypeptidase A ...................... 507
of active site of papain ........................................... 503
of active site 3D structure of proteases .................. 507
of binding sites of anti-bodies ............................... 509

Mas-protooncogene .......................................................... 363

Metastin ............................................................................. 268
as endocrine hormone during pregnancy................ 271
biological function of ............................................. 269
expression profile of ............................................... 269
gene expression of .................................................. 269
in trophoblast invasion ........................................... 271
in tumor .................................................................. 271
in tumor development/progression......................... 270
regulators of transcription of .................................. 269
role of gonadotropic development.......................... 271
structure properties of............................................. 268
therapeutic potential of ........................................... 272

Metastin receptor ............................................................... 268
biological function of ............................................. 269
discovery of ............................................................ 268
expression profile of ............................................... 269
structure properties of............................................. 268

MHC/HLA peptide ........................................................... 189
Model phospholipid membranes ...................................... 406

orientation of C95/C95/P ........................................ 406
Molecular chaperone ........................................................ 199

prevention of aggregation of unfolded proteins .... 199
Molecular modeling .......................................................... 523

assessment of computational methods to .............. 539
challenges/progresses in identification of ............. 528
molecular phylogeny of ......................................... 523
other approaches to ................................................ 534
phylogenetic analysis of ........................................ 533
profile/profile comparison of ................................. 533
role of hidden Markov model ................................ 532
role of PSI blast ..................................................... 532
sequence independent methods to ......................... 537
sequence profile comparison of ............................. 532
sequence sequence comparison methods to .......... 528
sequence structure comparison methods to ........... 535
tertiary structures predicted by .............................. 523

Monocyte arginine-serpin ................................................. 247

Nepenthesin ...................................................................... 513
amino acid sequences of ........................................ 520
as member of novel subfamily of aspartic
  proteinases ........................................................... 513
cellular localization of ........................................... 519
cleavage specificity of ........................................... 516
effects of pH on activity/stability of....................... 516
effects of temperature on activity/stability of ........ 517
enzymatic/structural characteristics of .................. 513
inhibition by pepsin/type AP-specific
  inhibitors .............................................................. 516
molecular phylogeny of ......................................... 520
molecular sizes/carbohydrate contents of .............. 515
molecular/enzymatic characteristics of ................. 514
purification of ........................................................ 514
structural characteristics of .................................... 520

Neterton syndrome ............................................................ 248
as inflammatory skin diseases associated with
  proteinase /inhibitor imbalances ........................ 248
pathogenetic considerations in .............................. 249

Netrins .............................................................................. 477



NeuE peptide (NeuE) ........................................................ 403
conformation of ..................................................... 403
specific binding to PIs ........................................... 403
structural determination of ..................................... 404

Neurodegenerative disorders ............................................ 366
angiotensins in ....................................................... 366

Neuronal angitensins ........................................................ 363
functions of ............................................................ 363
in apoptosis ............................................................ 364

Neuropilins ....................................................................... 476
Nicotinic acetylcholine receptor (AChR) ......................... 451

effect of high affinity barbiturate binding site ....... 457
effect of high affinity dizocilpine binding site ...... 460
effect of high affinity local anesthetic binding
  sites ...................................................................... 464
effect of high affinity PCP ketamine binding
  sites ...................................................................... 462
inhalational general anesthetics to study ............... 453
long chain n-alkanols to study ............................... 456
n-alkanol binding sites to study ............................. 454
physiological pathophysiological functions
  of .......................................................................... 453
short chain n-alkanols to study .............................. 456

Non-invasive imaging reagent .......................................... 165
Non-peptide organic antagonists ...................................... 163
Novel regulatory peptides .................................................. 265

by reverse pharmacology....................................... 265

Orexigenic neuropeptide ................................................... 330
effects on body temperature .................................. 330

P. pastoris............................................................................. 91
molecular target of RS-AFP2 in.............................. 91

Peptide inhibitors .............................................................. 189
gp120 interaction of ............................................... 189

Peptide sequences ............................................................. 162
conversion of interface peptides to ........................ 163
related to RGD ....................................................... 162

Peptides ...................................................................... 151,327
design structure of ................................................. 151
regulation of body temperature by ......................... 329
regulation of body weight by ................................. 328
regulation of energy balance by ...................... 327,330
regulation of food intake by ................................... 328
regulation of metabolic rate by .............................. 329

Peptidomimetic inhibitors ................................................. 151
design structure of ................................................. 151

Phage display ..................................................................... 213
for isolation of potent anti-HIV chemokines......... 214

Photorhabdus iuminescens ............................................... 320
PhiA/PhlB of .......................................................... 320

PIRS peptide-PI binding complex .................................... 408
in channel formation .............................................. 408
to modulate membrane structure ........................... 408

Plant defensins ..................................................................... 86
antifungal activity of................................................. 90
as enzyme inhibitors ................................................. 92
as ion channel inhibitors ........................................... 92
biological activity of................................................. 90
biological role in plant .............................................. 95

by envirnmental stress induction.............................. 97
distribution of ........................................................... 86
induction expression in plants .................................. 95
in transgenic plants ................................................... 97
location of................................................................. 86
mode of action of...................................................... 90
pathogen-induction of............................................... 95
similar insent defensins and scorpion toxins............ 93
structure of................................................................ 92
structure-activity relationship of............................... 93
two classes of............................................................ 88

Plasminogen activator inhibitor type 2 (PA12, PLANH2) 247
Plasmon resonance (SPR) ................................................ 293

for study of signal transduction ............................. 305
in GPCR signaling ................................................. 293
properties of ........................................................... 296

Plasmon spectroscopy ...................................................... 295
theory of ................................................................ 295

Plasmon waveguide resonance (PWR) spectroscopy ....... 294
Polyamines ....................................................................... 559

binding to tRNA .................................................... 560
covalent binding to proteins .................................. 562
effect on gene expression ...................................... 564
effect on protein kinases ........................................ 564
interaction in DNA-polyamine complexes ............ 559
interaction with macromolecules ........................... 559
interaction with nucleic acids ................................ 559
ribosomal RNA ...................................................... 560
role of autoregulatory translational
  frameshifting ........................................................ 561

Polyisoprenol recogition sequences (PIRS) ..................... 402
discovery of ........................................................... 402
in glycosyltransferases ........................................... 402
in translocation proteins ........................................ 402
NMR analyses of ................................................... 404
postulated role of ................................................... 402

Polyisoprenols .................................................................. 399
binding complex of ................................................ 399
binding complex with PIRS peptides .................... 404
modulation of membrane structure by ................... 399
NMR studies of .............................................. 399,404
structural/functional studies of .............................. 401

Polyisoprenol recognition sequence peptides ................... 399
binding complex of ................................................ 399
modulation of membrane structure by ................... 399
NMR studies of ..................................................... 399

Primate β-defensins ............................................................... 7
activity of.................................................................. 14
antimicrobial activity of ........................................... 19
characterization of .................................................... 19
comparative cytogenetics of ..................................... 19
cytogenetic localization of........................................ 11
DNA extraction of .................................................... 19
DNA sequencing of .................................................. 19
evolution in different gears......................................... 9
evolution of............................................................ 7,14
function of .................................................................. 7
genome of ................................................................. 11
in host defense .......................................................... 17
PCR design of........................................................... 19



peptide synthesis of .................................................. 19
peptides in synteny ..................................................... 8
polymorphisms of ..................................................... 17
structure of............................................................. 7,14

Proteases ........................................................................... 501
mapping of active site of ....................................... 501
rational design of inhibitors drugs for ................... 501

Protease inhibitor 13 (PI13, serpin B13, hurpin,
head-pin) ...................................................................... 247

Protease inhibitor 5 (PI5, maspin, SERPINB5) ................ 246
Protecomics ...................................................................... 423

role of protein structural class prediction .............. 423
Protein ........................................................................ 172,243

degradation of ......................................................... 243
in cell-matrix contacts ........................................... 243
multiple structure alignment of .............................. 174
pair wise flexible alignment of .............................. 173
recognition of functional sites of ........................... 175
structural similarity of ........................................... 173
structure alignment of ............................................ 172
synergistic applications of unit operations ............ 177

Protein functional site prediction ...................................... 479
bio basis fuction classifier for ................................ 484
coding method for .................................................. 481
neural networks for ................................................ 483
pattern recognition methods for ............................. 479
support vector machines for .................................. 481

Protein immobilization ..................................................... 300
coupling methods for ............................................. 300
non-covalent attachment in .................................... 301

Protein structural class....................................................... 423
amino acid composition approach to ..................... 424
functional domain composition approach to ......... 428
pseudo amino acid composition approach to ......... 426

Protein protein interaction ......................................... 151,443
application of .................................................. 443,447
characteristics of .................................................... 446
chromosome proximity gene neighborhood  for ... 444
computational methods for .................................... 443
correlated mRNA expression of ............................ 445
design structure of ................................................. 151
development of inhibitors of integrin based  cell
adhesion for ........................................................... 155
domain pairs based approach to ............................. 444
gene expression of ................................................. 445
gene fusion in ......................................................... 444
in silico two hybrid in ............................................ 445
inhibitors of integrin ligand interactions based
  on interface peptides containing RGD for ........... 158
inhibitors of integrins based on interface
  peptides for .......................................................... 155
mirror tree in .......................................................... 445
modifications to increase biovailability ................. 165
ortholog based approach to .................................... 444
peptide of ............................................................... 151
peptidomimetic antagonists of ............................... 151
phylogenetic profile of ........................................... 445
protein evolution based on ..................................... 448
sequence based predication to ............................... 444
structure based prediction to .................................. 444

Protein protein interface peptides ..................................... 154
Proteolysis ........................................................................ 199

by 20S proteasome ................................................ 199
ubiquitin/19S CAP-independent ............................ 199

Proteus mirabilis .............................................................. 319
HpmA of ................................................................ 319
HpmB of ................................................................ 319

Proteus vulgaris ................................................................ 319
HpmA of ................................................................ 319
HpmB of ................................................................ 319

PSC-RANTES ................................................................... 214
as microbicide ....................................................... 214
as therapeutic agent ............................................... 215
preclinical development of.................................... 214

Psoriasis ............................................................................ 248
inflammatory skin diseases associated with
proteinase /inhibitor imbalances .......................... 248

QRFP ............................................................................... 272
as fifth RF-amide gene ........................................... 272
discovery of ............................................................ 272
expression profile of ............................................... 272
in aldosterone release ............................................. 272
in food intake.......................................................... 272
structure composition of ......................................... 272
target of................................................................... 272

QRFP receptor ................................................................... 272

RBCC family proteins ...................................................... 569
RBCC motif ...................................................................... 570

function of haprin .................................................. 570
Receptor tyrosine kinase superfamily .............................. 192
Renin ................................................................................ 356
Renin/angiotensin system ................................................. 355

effect on cerebral blood flow ................................. 365
effect on ischemia .................................................. 365
in brain ................................................................... 356
in learning .............................................................. 364
in long term potentiation ....................................... 365
in mammalian central nervous system .................. 355
in memory .............................................................. 365
localization of components of ............................... 356

Reverse pharmacology....................................................... 266
as screening approach ........................................... 266

RF-amide genes ................................................................. 266
in mammals ........................................................... 266

Ring/finger protein haprin ................................................ 567
function in acrosome reaction ............................... 567
domains of ............................................................. 567

Romote homolog .............................................................. 527
computational methods for identification of ......... 527

SARS 540
SARS COV genes ............................................................ 540

computational survey of ........................................ 540
identification of remote homologs of .................... 540
structural prediction of ORF/X2 in ........................ 542
structural prediction of S/M/N-aminopeptidase
  in .......................................................................... 541



Serratia marcescens ......................................................... 322
in pathogenicity ..................................................... 322
invasion in epithelial cells mediated by ShlA ........ 322

Serratia marcescens hemolysin ........................................ 323
cytotoxic effects of ................................................ 323
cytolysis induced by .............................................. 323

Secretoneurin .................................................................... 373
biological functions of ........................................... 376
constitutive expression of ...................................... 375
effect of dendritic cells .......................................... 377
effect of eosinophils ............................................... 377
effect of fibroblasts ................................................ 377
effect of lymphocytes ............................................ 377
effect of monocytes ................................................ 376
effect of neutrophils ............................................... 377
effect of second messengers .................................. 381
effect of smooth muscle cells ................................ 377
effect of stabilization of mRNA ............................ 381
effect on blood vessels ........................................... 373
effect on immune system ....................................... 373
gene expression of ................................................. 379
in angiogenesis ............................................... 373,377
in chemotaxis ......................................................... 373
in gonadotropin release from pituitary of
  goldfish ................................................................ 379
in neurogenic inflammation ................................... 376
in neurotransmitter release ..................................... 379
in serotonin/melatonin release from rat
  pinealocytes ......................................................... 379
in vasculogenesis ................................................... 377
induced expression by ........................................... 375
induced neurite outgrowth in cerebellum .............. 379
localization of ........................................................ 374
phylogenetic conservation of ................................. 373
precursor of ............................................................ 375
processing enzymes for ......................................... 376
processing of .......................................................... 375
secretion of ............................................................ 375
sequence of ............................................................ 373
signal transduction of ............................................. 379
structure of ............................................................. 373
subcellular localization of ...................................... 375
synthesis regulation of ........................................... 379
tissue distribution of .............................................. 374
tissue specific processing of .................................. 376

Secretory leukocyte protease inhibitor
  (SLPI/MPI/ALP/HUSI-1) ......................................... 245

Semaphorins ..................................................................... 476
Serine proteinase inhibitors................................................ 241

in skin .................................................................... 241
role in homeostasis ................................................ 241

Serine proteinase................................................................ 241
catalyzed processes in skin.................................... 241
in skin inflammation ............................................. 244

Serratia ............................................................................. 313
as type pore forming toxins ................................... 313
family of ................................................................ 313
members of ............................................................ 319
pathogenicity of ..................................................... 322

SH3 (Src homology 3) ...................................................... 143

SH3-like fold proteins ...................................................... 143
binding site at ........................................................ 144
cooperativity in association towards ligand
  binding of ............................................................ 144
indirect enzymatic function of ............................... 148
sequence alignment vs. structure/based
  sequence alignment at .......................................... 149
sequence structure comparison of ......................... 144
variations in loops for different ligands ................ 147

Sh1A ................................................................................ 316
activation domain of .............................................. 316
domains in ............................................................. 316
effect of phosphatidylethanolamine ...................... 317
in eukaryotic plasma membranes .......................... 318
mediated by ShlB .................................................. 317
membrane binding domain of ................................ 318
secretion of ............................................................ 316

ShlB ................................................................................ 319
to form membrane pores ........................................ 319

ShlB/ShlA secretion system (TPSS) ................................ 320
Skin structure ....................................................................... 40

in health................................................................... 40
Skin-derived antileukoprotease (SKALP/elafin) .............. 245
Skin-derived proteinase inhibitors .................................... 245
Slit ................................................................................ 476
SNARE complex .............................................................. 567
Spotlight............................................................................. 265

an metastin ............................................................. 265
an QRFP ................................................................. 265
on chemerin ............................................................ 265
on RF-amide peptides............................................. 265

SPR imaging ..................................................................... 297
SPR-mass spectrometry .................................................... 299
Squamous cell carcinoma antigen 1 (SCCAI) .................. 246
Squamous cell carcinoma antigen 2 (SCCA2/leupin) ...... 246
Structure based design ...................................................... 413

binding domain of V3 loop with CCR5 for ........... 415
role of GPG motif .................................................. 415
role of net charge ................................................... 415

T cell coreceptor blockade ................................................ 188
T cell costimulation .......................................................... 190

inhibitors of ........................................................... 190
TCR peptide ..................................................................... 186

in autoimmune diseases ......................................... 186
therapy for retrovirus infection .............................. 188

Tertiary local anesthetics .................................................. 468
binding sites for ..................................................... 468

Third RF-amide gene......................................................... 268
prolactin-releasing peptide (PrRP)........................ 268

Transglutaminases ............................................................ 563

Urokinase inhibitor ........................................................... 247

V3/CCR5 interaction ........................................................ 418
computational studies of ........................................ 418

Valosin containing protein P97 ........................................ 201
targets mulitiubiquitinated proteins to
  proteasome ........................................................... 201



Vascular experssion .......................................................... 474
of Eph receptors ..................................................... 474
of ephrin ligands during embryogenesis ................ 474

VCAM-1 peptide analogs ................................................. 191

VEGF receptor .................................................................. 192
peptide analogs of .................................................. 192

vMIP2 211
as virally encoded anti-HIV chemokine................ 211


